* Cf^ CfiF Errors Corroctod by tho STIC Syatoma 6ra"nch_ q A// 

^rte. Number: _Q2^2MC 'ZES T* °f^ 3 

| 1 Changed a file from non'ASCII to ASCII C |\( T £% ^ (ST ' C S1aff) 

j J Changed the margins in cases where tho sequence text was %vrapped'4ioJ/n to tho noxt line. 

j j Edited a format error in the Current Application Data section, specifically: 

[ | Edited ttie Current Application Data section with the actuai current number. The number inputted by the 
applicant was Q the prior application data; or Q other . 

| [ Added the mandatory heading and subheadings for 'Current Application Data". 

[ | Edited the "Number of Sequences" field. The applicant spelled out a number instead of using an integer. 

| | Changed the spelling of a mandatory field (the 1 headings or subheadings), specifically: 

; -;'r i. — 

| | Corrected the SEQ ID NO when obviously incorrect. The sequence numbers that were edited were: 

| | Inserted or corrected a nucleic number at tho end of a nucleic lino. SEQ ID NO's edited: 

I I Corrected subheading placement. All responses must bo on tho same line as each subheading. If tho 

applicant placed a response below the subheading, this was moved to its appropriate place. ni 

H 

| j Inserted colons after headings/subheadings. Headings edited included: 

i 

£ 

UJ 

I 1 Deleted: □ non-ASCII "garbage" at the beginning/end of files: O secretary initials/filename at end of file; F~ 
□ page numbers throughout text; □ other invalid text, such as . ™ 

o 

| I Inserted mandatory headings, specifically: . O 

| 1 Corrected an obvious error in the response, specifically: 

r - ■ — — 

| | Edited identifiers where upper case is used but lower case is required, or vice versa. 

| 1 Corrected an erfar in the Number of Sequences field, specifically: 

| | A "Hard Page Break" code was inserted by the applicant. All occurrences had to be deleted. 

| | /"Deleted ending stqp codon in afl$ho add sequences and adjusted the "(A)Length:" field accordingly (error 
due to a Patentin bug). Sequences corrected: J „ — _ — : ^ 



I [ Deleted extra, invalid, headings used by an applicant, specificaJIy: 




'Examiner: Tho-abovo corrections must bo communicated to tho applicant in tho first Office 
Action. iDO NOT send a copy of this form. 3/1/95 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/927 , 734C 



DATE: 07/08/2003 
TIME: 16:29:05 



Input Set : N:\Crf4\07082003\l927734.raw 
Output Set: N:\CRF4\07082003\l927734C.raw 
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APPLICANT: Selitrennikof f , Claude 
Nakata, Mitsunori 

InhiMtLfInH°^ f Meth ? d B f ° r Identifi -tion of Fungal Glucose Utilization 

inhibitors and Antifungal Agents 

FILE REFERENCE: MYCOLOGX-0627 9 
CURRENT APPLICATION NUMBER: US/09/927 , 734C 
CURRENT FILING DATE: 2001-08-10 
NUMBER OF SEQ ID NOS : 14 
SOFTWARE: Patent In version 3.0 
SEQ ID NO: 1 
LENGTH: 20 
TYPE: PRT 

ORGANISM: Artificial Sequence 
FEATURE: 

OTHER INFORMATION: Synthetic 
FEATURE: 
NAME /KEY : SITE 

LOCATION: (1) . . (1) ^ 

OTHER INFORMATION: Xaa at this position can be Val, He, or Leu 
FEATURE: 
NAME/KEY: SITE 

LOCATION: (4) . . (6) / 

OTHER INFORMATION: Xaa at these positions can be Val, lie, or Leu 
FEATURE: 
NAME/KEY: SITE 

LOCATION: (7) . . (9) / 

OTHER INFORMATION: Xaa at these positions can be any amino acid 
FEATURE: 
NAME/KEY: SITE 
LOCATION: (10) . . (10) 

OTHER INFORMATION: Xaa at this position can be Val, He, or Leu 
FEATURE: 

NAME /KEY: SITE j 
LOCATION: (13) . . (13) ' 

OTHER INFORMATION: Xaa at this position can be any amino acid 
FEATURE : 

NAME/KEY: SITE / 
LOCATION: (15) . . (15) 

OTHER INFORMATION: Xaa at this position can be Val, He, or Leu 
FEATURE: , 
NAME/KEY:- SITE I 
LOCATION: (17) . . (17) 

OTHER INFORMATION: Xaa at this position can be Ser or Thr. 
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RAW SEQUENCE LISTING DATE: 07/08/2003 

PATENT APPLICATION: US/09/927 , 734C TIME: 16:29:05 

Input Set : N:\Crf4\07082003\l927734.raw 
Output Set: N:\CRF4\07082003\l927734C.raw 

45 <220> FEATURE: 

4 6 <221> NAME/KEY: SITE 

47 <222> LOCATION: (18).. (18) 

4 8 <223> OTHER INFORMATION: Xaa at this" position can be any amino acid 
4 9 <220> FEATURE: 

50 <221> NAME /KEY: SITE ^ 

51 <222> LOCATION: (19) . . (20) 

52 <223> OTHER INFORMATION: Xaa at these positions can be Val, lie, or Leu 

53 <400> SEQUENCE: 1 ' ' 

W— > 54 Xaa Glu Asp Xaa Xaa Xaa Xaa Xaa Xaa Xaa Arg Gly Xaa Gly Xaa Gly 

55 1 5 10 15 

56 Xaa Xaa Xaa Xaa 

57 20 

59 <210> SEQ ID NO: 2 

60 <211> LENGTH: 13 

61 <212> TYPE: PRT 

62 <213> ORGANISM: Artificial Sequence 

63 <220> FEATURE: 

64 <223> OTHER INFORMATION: Synthetic 

65 <220> FEATURE: 

66 <221> NAME /KEY: SITE 

67 <222> LOCATION: (2) . . (2) 

« < oon > ° THER INF0RMATI0N ^ at this position can be any amino acid. 

69 <220> FEATURE: 

70 <221> NAME /KEY: SITE 

71 <222> LOCATION: (5) . . (5) ^ 

72 <223> OTHER INFORMATION: Xaa at this position can be Val, lie, or Leu 

73 <220> FEATURE: 

74 <221> NAME /KEY: SITE 

75 <222> LOCATION: (.6).. (6) / 

76 <223> OTHER INFORMATION: Xaa at this position can be any amino acid. 

77 <220> FEATURE: 

78 <221> NAME/KEY: SITE 

7 9 <222> LOCATION: (7).. (7) ( 

80 <223> OTHER INFORMATION: Xaa at this position can be Val, lie, or Leu 

81 <220> FEATURE: 

82 <221> NAME/KEY: SITE 

83 <222> LOCATION: (9).. (9) / 

84 <223> OTHER INFORMATION: Xaa at this position can be any amino acid 

85 <220> FEATURE: 

86 <221> NAME/KEY: SITE 

87 <222> LOCATION: (10).. (10) / 

88 <223> OTHER INFORMATION: Xaa at this position can be Lys, Arg, or His 

89 <220> FEATURE: 

90 <221> NAME/KEY: SITE / 

91 <222> LOCATION: (11).. (11) ' 

92 <223> OTHER INFORMATION: Xaa at this position can be Val, lie, or Leu 

93 <220> FEATURE: 

94 <221> NAME/KEY: SITE 



BEST AVAILABLE COPY 
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Input Set :. N:\Crf4\07082003\I927734.raw 
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95 <222> LOCATION: (13) . . (13) / 

96 <223> OTHER INFORMATION: Xaa at this position can be Tyr or Phe. 

97 <400> SEQUENCE: 2 

W — > 98 Asn Xaa Pro Ala Xaa Xaa Xaa Tyr Xaa Xaa Xaa Gly Xaa 

99 1 5 10 

101 <210> SEQ ID NO: 3 

102 <211> LENGTH: 20 

103 <212> TYPE: PRT 

104 <213> ORGANISM: Candida albicans 

105 <4 00> SEQUENCE: 3 

106 He Glu Asp He Ser Val Ala Lys Ser Glu Gin Gly Lys Lys Leu Gly 

107 1 5 10 15 

108 Tyr Tyr Leu Val 

109 20 

111 <210> SEQ ID NO: 4 

112 <211> LENGTH: 10 

113 <212> TYPE: PRT 

114 <213> ORGANISM: Candida albicans 

115 <400> SEQUENCE: 4 

116 Asn Val Gly Phe Tyr Glu Lys Cys Gly Tyr 

117 1 ' 5 10 

119 <210> SEQ ID NO: 5 

120 <211> LENGTH: 23 

121 <212> TYPE: PRT 

122 <213> ORGANISM: Saccharomyces cerevisiae 

123 <400> SEQUENCE: 5 

124 He Glu Asp He Ala Val Asn Ser Lys Tyr Gin Gly Gin Gly Leu Gly 

125 1 5 10 15 

126 Lys Leu Leu He Pro Arg Thr 

127 20 

129 <210> SEQ ID NO: 6 

130 <211> LENGTH: 10 

131 <212> TYPE: PRT 

132 <213> ORGANISM: Saccharomyces cerevisiae 

133 <400> SEQUENCE: 6 

134 Asn Val Lys Phe Tyr Glu Lys Cys Gly Phe 

135 1 5 10 

137 <210> SEQ ID NO: 7 

138 <211> LENGTH: 20 

139 <212> TYPE: PRT 

140 <213> ORGANISM: Mus musculus 

141 <4 00> SEQUENCE: 7 

142 Val Glu Asp Val Val Val Ser Asp Glu Cys Arg Gly Lys Gin Leu Gly 

143 15 10 15 

144 Lys Leu Leu Leu 

145 20 

147 <210> SEQ ID NO: 8 

148 <211> LENGTH: 10 

149 <212> TYPE: PRT DCOT m 

BEST AVAILABLE COPY 
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RAW SEQUENCE LISTING DATE: 07/08/2003 

PATENT APPLICATION: US/09/927 , 734C TIME: 16:29:05 



Input Set : N:\Crf4\07082003\I927734.raw 
Output Set: N:\CRF4\07082003\I927734C.raw 

150 <213> ORGANISM: Mus musculus 

151 <400> SEQUENCE: 8 

152 Asn Val Gly Phe Tyr Lys Lys Phe Asp Tyr 

153 15 10 

155 <210> SEQ ID NO: 9 

156 <211> LENGTH: 20 

157 <212> TYPE: PRT 

158 <213> ORGANISM: Homo sapiens 

159 <400> SEQUENCE: 9 



160 Leu Glu Asp Phe Phe Val Met Ser Asp Tyr Arg Gly Phe Gly lie Gly 

161 15 10 15 

162 Ser Glu lie Leu 

163 20 



165 <210> SEQ ID NO: 10 

166 <211> LENGTH: 13 

167 <212> TYPE: PRT 

168 <213> ORGANISM: Homo sapiens 

169 <400> SEQUENCE: 10 

170 Asn Glu Pro Ser lie Asn Phe Tyr Lys Arg Arg Gly Ala 

171 15 10 

173 <210> SEQ ID NO: 11 

174 <211> LENGTH: 20 

175 <212> TYPE: PRT 

176 <213> ORGANISM: Homo sapiens 

177 <400> SEQUENCE: 11 



178 Tyr Ser Thr Gly Met Val His Leu Leu Leu Gin Val Thr He Asp Gly 

179 15 10 15 

180 Arg Asn Tyr He 

181 20 



183 <210> SEQ ID NO: 12 

184 <211> LENGTH: 10 

185 <212> TYPE: PRT 

186 <213> ORGANISM: Homo sapiens 

187 <400> SEQUENCE: 12 

188 He Glu Ala Tyr Phe Glu Arg He Gly Tyr 

189 15 10 

191 <210> SEQ ID NO: 13 

192 <211> LENGTH: 20 

193 <212> TYPE: PRT 

194 <213> ORGANISM: Homo sapiens 

195 <400> SEQUENCE: 13 



196 Leu Phe His Leu Ser Val Asp Asn Glu His Arg Gly Gin Gly He Ala 

197 15 10 15 

198 Lys Ala Leu Val 

199 20 



201 <210> SEQ ID NO: 14 

202 <211> LENGTH: 13 

203 <212> TYPE: PRT 

204 <213> ORGANISM: Homo sapiens 

BEST AVAILABLE COPY 
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205 <400> SEQUENCE: 14 

206 Gin Leu Ser Ala Met Gly Leu Tyr Gin Ser Leu Gly Phe 

207 1 5 10 



BEST AVAILABLE COPY 
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RAW SEQUENCE . LISTING ERROR SUMMARY 
PATENT APPLICATION: US/09/927 , 734C 



DATE: 07/08/2003 
TIME: 16:29:06 



Input Set : N:\Crf4\07082003\I927734.raw 
Output Set: N:\CRF4\07082003\I927734C.raw 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:l; Xaa Pos . 1,4,5,6,7,8,9,10,13,15,17,18,19,20 
Seq#:2; Xaa Pos. 2,5,6,7,9,10,11,13 

Invalid Line Length: 

The rules require that a line not exceed 72 characters in length. This includes space; 

Seq#:l; Line(s) 3 



BEST AVAILABLE COPY 
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